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1
Tab. 1 The relationship between shell length and body weight

in different generations

R2
Generation Regression equation
P, 8" y= 0 1052 " 762 0. 311
F,, 7* y= 0 00352 384 0. 7941
. 57 y= 00092 > %3 0. 7921
By, 4 y= 00149 > e 0. 1264
Fa, 3* y= 0 0004 > 72! 0. 8789
Fp, 2* y= 0 0002 > %36 0. 9386
F,, 1* y= 0 00022 717 0. 9125
I, 27 y= 0 0002 > 08 0. 8509
Fy, 1% y= 0 0003 > ™3 0. 8947
F3, 0* y= 00001 >&73 0. 9086
2.2
2
(2 /
2
) F; /
s , F3
/ F , B
2

Tab.2 The poportion beween shell length and shell width in diferent generations

I( *9D)
Generation The rato of shelk-length / shell width
P, 8 3.31%0.20
Fy, 7" 3.25%0.23
F,, 5% 3.51%0.16
F,, 4* 3.58%0.21
F,, 3* 3.70%0.23
Fp, 2% 4.01%0.30
Fp, 17 4.21%0.27
Fy, 2% 3.72%0.18
F;, 1* 4.07%0.27
F5, 0% 4.79%0.39
2.3
Fi—F; (1 (2
(3 R
, 2228
, 28 R B3
| I O 34 Fi B F;
(110.50 £ 6.21) mm ( 113.93
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Fig. 1 Growth of the shell length of the F|, F, and F; generations
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Fig 3 Growth of the body weight of I, F, and F; generations
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RAPD , 3

3 RAPD
Tab 3 Numbers of RAPD bands and digribution among four generations

Parental F, ¥, ¥,
Primers generation Numbers of amplification sites
W91496 6 1 5 0 5 0 5 0 6
W91495 5 0 7 0 7 1 6 0 7
W40354 7 2 5 1 3 0 3 0 7
W40356 3 0 4 0 4 0 4 0 4
W40365 4 0 4 0 4 0 4 0 4
wWi11847 3 1 3 1 3 0 3 0 4
W11851 5 2 6 2 5 1 5 1 6
W40360 2 1 2 0 2 0 2 0 2
W11837 1 0 1 0 2 0 2 0 2
W11848 2 1 2 1 3 1 3 1 3
Total 38 8 39 5 38 3 37 2 45
3, P 38 , Fi )
39 L,k 38 . 37 ,
) ;
) , 3—6 , 12
) 3 ,
. [7-9]
) ; ) )
) , PF F2F; )
, 8532 , , Lo ,
21.0% 12.8% 7.8% 5.4% , ,
, 4 ) ,
) )
[11—14]
)
3 RAPD
)
)
) ) ) )
() M 10 , , ,
)
Fs3 F2 / ; )
, I > > k3 )
) )
,22 34 JFi1 2 I )
, I3 , ,
R Fo; 28 , ,
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GROWTH AND GENETIC ANALYSIS ON THE SELECTED BREEDING
HYRIOPSIS SCHLEGELI

GUO Hong Jun', LUG- Jie', HONG Y-i-]iangl, QIU Q+ ]unz,YU-Yingl, XU Mao-Xi* and WANG Jur Hua'
(L College ¢ Life Science, Nanchang Unwersity, Nanchang 330031 2. FizhouHongmen Reservoir
Exploitation Corporation Company, Fizchou 344712)

Abstract: Hyrigpsis schlegeli was originally from BiWa Ko Lake in Japan which was introduced into China by Fuzhou Hongmen
Reservoir Exploitation Corporation Company in 1997. Artificial propagation was achieved in the next year. With the expecta ion
to gain high-blooded breed, Hyrigpsis schlegeli had been seleded for several generations. 43 individuals fram 108 stock intro-
duced directly from Japan was selected as parents and its offspring F, generation was gained in 1998. 5000 individuals of F; were
selected as reserve parents every year based on the shell which charaderistics were measured including the ratio of shelt length to
shelbwidth and weight. F, and F; were also gaiten in 2001 and 2004, respedively. The shape and the growth of Hyrigsts schlegeli
and its descendants by artificial selected breeding had been researched. 600 individuals of each generation as sample in the three
generations were investigated. The average ratio of shell-length to shelkwidth of the F,was 4. 21 £0. 27 in one-yearold while
decreased to 4.01 £0. 30 in the next year. Individuals which the ratio of shel-length to shell-width was lower than the average
ratios were seleded as parents. The seleded effects showed advantages in the F5. The average ratio of shel length to shelkwidth
of Fywas 4. 07 £0.27 in one-year-old while decreased to 3.72 30. 18 in the next year. Resulis indicated that in the growth rate
of shelFlength, sheltwidth and weight, the F; generation was the fastest among three generations during the aulture period fram
22 to 34 months. At 34 nonth, the average shelklength of each generation were ( 110. 50 £6.21) mm, (113.93 £6.47) mm
and (120.87 £5. 91) mm, respedively. The average shelbwidth of the Fy was (32. 32 £2. 63) mm while F, and F, were
(28.52%2.31) mm and (27. 61 £2. 13) mm. The weight of F; was ( 174. 83 £30. 87) g, while F, and F, were (145.53 £
14.35) g and (127.84 £13.75) g separately. The weight of F5 generation was heavier than that of F, and F;. The results indi-
cated that the descendant by artificial selected breeding could have better capacity on growth and pearl performance.

Randam amplification polymorphic DNA (RAPD) technique was used to analysis the genetic charaderistics and to evaluate
the artificial selection effed among the four generations. 10 primers, with more stable and reproducible charaderistics, were se-
lected from 99 random primers in RAPD to evaluate the selection effect. 45 bands were amplified in all. In the four generations,
there were 8, 5, 3 and 2 polymorphic fragments were detected from P, F;, F, and F5, respectively. Acwrdingly, the proportions
of polymorphic loci were 21.0%, 12. 8%, 7.8% ad 5.4% . In each generation, all the individuals had the similar genetic
charaderistics. The results showed that the genetic diversity of the four generations is similar and the level of genetic differentia-
tion in the home-generation is lower. It indicated that the genetic charaderistics of the Hyrigpsis schlegeli tends to be stable and

become pure strain after three generation artificial seleded.

Key words: Hyrigpsis schlegeli; Selected breeding; RAPD; Genetic analysis



