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Tab. 1 Sampling location, number, ID and standard length of anadromous C. ectenes, freshwater resident C. ectenes and C. mystus

Species and stocks Sampling locations Number ID Standard length (mm)
5 1—5 209.2—293.3
C. ectenes 5 1—5 120.2—200.8
C. mystus 5 1—5 102.5—177.2
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Fig. 2 Electrophoresis results of PCR products of Cyt b gene
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a was the map for adults of which the first 1—5 from left anadro-
mous C. ectenes, 6—10 C. mystus, 11, marker (\DNA/HindIII); and
12—16, freshwater resident C. ectenes; b was for larvae of genus
Coilia from the Yangtze Estuary, which from left to right repre-
sented larva 1—12, marker, and larva 13—15
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Tab.2 Mean value of the Kimura’s two-parameter distance between each other of anadromous C. ectenes, freshwater resident C. ectenes

and C. mystus
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MOLECULAR IDENTIFICATION OF COILIAECTENES AND COILIAMYSTUS AND
ITSAPPLICATION ON LARVAL SPECIES
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(1. State Key Laboratory of Freshwater Ecology and Biotechnology, Institute of Hydrobiology, Chinese Academy of Sciences, Wuhan
430072, China; 2. Graduate University of Chinese Academy of Sciences, Beijing 100049, China; 3. Department of Fisheries, Rong-
chang Campus of Southwest University, Chongqing 402460, China; 4. East China Sea Fisheries Research Institute,
Chinese Academy of Fisheries Sciences, Shanghai 200090, China)

Abstract: Based on about 400 bp sequences, nucleotide sequences of Cytochrome (Cyt b) segments of mtDNA were
analyzed for anadromous Coilia ectenes, freshwater resident C. ectenes and C. mystus in the Yangtze River, China, to
develop a reference data for larval species identification of genus Coilia. The genetic distance ranged from 0 to 0.5%
between the anadromous and freshwater resident C. ectenes, 7.9% to 8.9% between C. mystus and the anadromous C.
ectenes, and 7.7% to 8.6% between C. mystus and the freshwater resident C. ectenes. Neighbor-joining (NJ) molecular
dendrogram using Kimura 2-parameter based on the sequences of Cyt b gene showed individuals of the anadromous and
freshwater resident C. ectenes mixed into a cluster, and those of C. mystus forming another cluster. Thus, larvae of C.
mystus could be distinguished from that of C. ectenes through Cyt b analysis. Nucleotide sequences of Cyt b of larvae of
genus Coilia collected from the Yangtze Estuary were analyzed, and compared to the reference established above. Ge-
netic distance ranged from 0.1% to 0.5% between the larvae and the anadromous and freshwater resident C. ectenes, and
8.3% to 8.8% between the larvae and C. mystus. NJ molecular dendrogram showed that all the larvae and the anadro-
mous and freshwater resident C. ectenes clustered together, while individuals of C. mystus forming a separate cluster.
Thus, the larvae were not of C. mystus. As there is no freshwater resident C. ectenes inhabiting in the Estuary, the larvae
should be of the anadromous C. ectenes.

Key words: Yangtze Estuary; Coilia ectenes; Coilia mystus; Larvae; Species identification; Cyt b gene



